rust and powdery mildew, and was widely used in production and wheat breeding programs in the world.
In 1983-1984, five basic, agronomic parents with the dominant male-sterile gene Ta1 (ms2) were crossed to each of the other 15 parents (resistant and/or complementary parents), producing 75 hybrids, according to the modified scheme described by Wu et al. (1984) and Jiang (1993) . Intermating among the hybrids and progenies was conducted. In 1986, the base population was generated by bulking the seeds from the male-sterile plants. Subsequently, recurrent selection was conducted to develop an FHB-resistant gene pool that could be directly utilized in the development of elite resistant germplasm and new cultivars. To satisfy different breeding objectives, the base population was divided into three subpopulations, a long-term gene pool (LP), short-term gene pool (SP), and resistance resource pool (RP), and for each subpopulation, recurrent selection was separately conducted with different selection procedures and intensities. The LP subpopulation was grown at Nanjing, Hefei, and Hangzhou, respectively, and a selection intensity of 15 to 20% plants with FHB resistance under naturally occurring FHB epidemics was used to maintain the diversity and genetic variability in the population. The RP subpopulation was grown at Nanjing, Shanghai, and Jianyang, and a selection intensity of 5 to 10% plants with FHB resistance was applied under artificially induced or naturally occurring epidemics of FHB. The Sp subpopulation was grown at each collaborative institute and a selection intensity of approximately 5% plants with FHB resistance and good agronomic traits was performed independently for each site under naturally occurring epidemics of FHB. Within each subpopulation, the segregation ratio of sterile to fertile plants always remained 1:1. Therefore, phenotypic mass selection for male-sterile plants was conducted for each cycle of selection. The seeds from the selected male-sterile plants were bulked to produce the next cycle of population. For LP and RP, however, the seeds from all the three locations were mixed together and then distributed to each location. Simultaneously, individual plant selection was also conducted among fertile plants. The seeds from the selected fertile plants were sown for progeny testing, and then the superior progenies were transferred into the conventional selection program (Jiang and Wu, 1996; Jiang, 1997) .
In the crop season 1989-1990, the F 2 families from each of 26 individual (F 1 ) plants selected from the third cycle (C 3 ) of the RP subpopulation at SAAS, Shanghai, were planted at NAU, Nanjing, for the evaluation of FHB resistance and agronomic traits. In June of 1990, some individual plants were selected within these families and F 2:3 progeny families were planted in the off-season nursery at the Yunnan Academy of Agricultural Sciences in Kunming, Yunnan Province. In October 1990, bulked seeds from selected families were grown as F 3:4 families in NAU. Subsequently, strict assessment and individual selection for FHB resistance was undertaken in the field at Nanjing on the basis of the number of diseased spikelets after single floret inoculation as compared to Sumai 3 (Jiang, 1993) . Meanwhile, agronomic traits were also evaluated and off-season planting and selection were performed as above. CJ W14 was selected in 1993 from a bulk of one F 5:6 plot. In 1994, CJ 9306 was selected by bulking a purified plot (F 7:8 ).
On the basis of 6 yr of FHB assessment by single-floret inoculation in the field at NAU (1991) (1992) (1993) (1994) (1995) (1996) , the average number of scabby spikelets (NSS) for CJ W14 (1.1 with a range of 0.7-1.7) was consistently lower than the NSS of the resistant check Sumai 3 (1.6 ranging from 0.8 to 2.0) and significantly lower than that of the moderate check 'Yangmai 5' (9.2 ranging from 7.4 to 10.6) (P , 0.01) (Jiang, 1997; Jiang and Wu, 1996) . The data from JAAS indicated that the average FHB grade of CJ W14, Sumai 3, and Alondra's' (susceptible
